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A21361A 

[jima] ¥^i4#^ 6^100 

{^^] mm i5c£ 

[^mxitmrn] Mmmmmmm% 3-io-8y5.:^.r-/-7-r202-^i 
[&:^\ mm 

[mSIJ##l 000006792 



imm-^] ' 390004097 

imwm-^] 110000109 

i^m-t^^-^] 170347 

mit^m] 21, ooon 

m^^] mmm i 
m^^} mm i 

['^e^'fci^t*-^] 0205404 



miE#2 003-3054693 



=^2002-168584 ^--J : 



im-^-^ 1 1 ^^^^V^y^^r^ (Cnidopus japonicus) fi^OTIBO 

(1) mm-^1&m^5 5 9 nm-e^l), ^^m-^^M7!)^5 7 8 nmT'^^ ; 

(2) 5 5 9 nmtci3lt^-t;vg!i^#ic:i&^6 1 1 5 0-e^;6.; 

(3) 4hpjr^;&?o. 0 I5^il"t?^;2> ; 

( 4 ) ^^iR#tt(^ p Um^m^p H 4 ~ 1 0 -e^5et?* ^ : ' 

[il^:^ 3 ] 1 Xti 2 KUm<om&M'S: n - K-tS DN Ao 

[^^1^4] mT<^^prtL;&^<^DNAo 

( a ) - 1 Kmm<o r^y m^m ^ = - ki- ^ d n a ; 

( b ) ie^J#-^ 1 Kmm.<o r^y m^m tc^sv^r 1 Tb^hWmo r<y m<ox^. 

( a ) m^m-^ 2 Km^<om&um ; xa. 

(b) iB^J#-^2lcfBmO:^ii@fi^JtC;fev^Tl:^^ibl^iao:^3IO^^. SSI^rJ^ 

7 ] m^m 4 xit 5 KmW(.<o d n axj*^^:^ e tcis^oa^j^m 
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^fPhpM 2002-168584 ^ : 2/ 



[W^:^ 1 0 ] m^-^ 1 Xti 2 ISi^O-fe^SeKs it^^S 3 jJi-'b 5 O-fpftt 

[0 0 0 U 

^^^^^ (cnidopus japonicus) mm<DmM^j:^mMi^MRr^^ <omm i^m-f 

^ o 

[0 0 0 2] 

^"^yOJ^^tur • tr^ > V T (Aequorea victoria) 
m^M (GFP) (i, i^t?^tc43V^-C#-<OffiJt«r*i-^o ^y'T^^m 
^mm§tmiS X ZJ^^^mm (semi-rational)5!5^^#ill&^t^S'^'v>-C. -fe^^ 

b T^c i: o 7t;HI^ ^ G F P $ ttT ^ o st^Tli<J5«'lfex.^ 

[0 0 0 3] 

J: <^ffl^tL;2>GFP^M#0-oi: tr^-fem^fegfi® (YFP) 
ifhitl^o YFP{i^ iJ^^y (Aequorea) G F P^M#<?54'-e^ftS&S<75^7fe 
^^-f o Y F P O e J: t;'^4> ^i^ ^iX^fi&O. 000-100, 000M-lcm-li5 J: 

tJ^0.6~0.8t?*0 (Tsien, R. Y. (1998). Ann. Rev. Biochem. 67, 509-544) 
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[0 0 0 41 

tfz. GFP^mi$'<7)immtLX. i^7>m%m^M (CFP) E 
CFP (enhanced cyan fluorescent protein)^*^f> ttTV^^o tfz^ 
^^r^ (Discomasp.) :6-^>{i?!p^^^^e® (RFP) i>M^m^fiX^^. Das 

4 mii^^^^ t Y )V(omM ja^^^o t v> ^ o 

[0 0 0 5] 

{^mi}m^ L i ^ -t m^] 

2js:^5?{i^ n^^^ y^'^'-f'-V^ (Cnidopus japonicus) frcfijfef '2)ifj^=S^'fe 
[0 0 0 6] 

^^^•Y^' (Cnidopus japonicus) c DNA^^ :/7 V -7&^P>±fBy9^"^- 

l::^??7tfCo "^hliZ^mn^h^t^ nhKfz:n^^y{ v^y^^r^ (Cnidopus j 
aponicus) S5fe<?5fe^®e®<;03femflX#ttS.O''p HlS^'ft^^^f L/io 2|s:^^{± 

[0 0 0 7] 

fiPt)^ ^^^gilitttf, 3^^^ v^r^^^iJ' (Cnidopus japonicus) a5fe<^ 

(1) mrnXWi^iJ^^ 5 9 nm-C^I). m*;^:^^gtS**5 7 8 nm-C^^ ; 

(2) 5 5 9 nm\ziQ\,1fh^)}^^imm}^.6 1 1 5 QXhh ; 

( 3 ) 0.01 tIcPT*^ ^ ; 

( 4 ) ^TOilf tt<^ p H^^tt:6^> H 4 ~ 1 0 : 

[0 0 0 8] 
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'^JfepM2 0 0 2-1 6 8 5 8 4 ^ ^-v^ : 4/ 



( a ) m^m-^- 1 icfBm<7) r^y mmm ; xti> 

[0 0 0 9] 

:!^§tm<^^ hi,z^\i<Dmmi^iiM. 2|s:ii^.<©ga^^3- v-r^hDi^A^m^ 

( b ) se^j#-t 1 Kmm<D r^y mmn tcis v>t i i)^hm.m<7) r^y wlo^^. 
ww^rf/iL\t^m^^-t^r^ymwM^^\^. mm'\SL^^'t^r ^ ym^ 

[0 0 10] 

^§km<0 $ h tcgljOiOMlc J: tL(^> mT^^'lPTtL^^^^^J^^Se^J ^^-t ^ D N A;6^ 

( a ) 2 i;ffim<7):^*SE^J ; Xti. 

(b) SB^J#-f-2lcfflm<0:^*IB^!jtC:fev>Tl;6>f>^«<7)m*<7)^^, 

aa^j : 

[0 0 11] 
[0 0 12] 
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[0 0 13] 

:2^l§^<7)'fe^gSK{±, rj^^^ V^:^'^-^^' (Cnidopus japonicus) 

(1) i8^i|Xa:*:^fe:g3&5 5 5 9 nm-e^O> m^^:;^?^:^^^ 5 7 8 nrnT-ab-i) ; 

(2) 5 5 9 niaK^n^'^)vm.it^m^e 1 1 5 o-eab^ ; 

(3) »^i|3is^7j>^o. oi^ii-e^b^; 

( 4 ) 7fc^JR#tt<7) p am^^^^ p H 4 ~ 1 0 T-^^-e^ ^ : 

[0 0 14] 

a^^^V^y^^^ (Cnidopus japonicus) {i> MmWi<& (CNIDARIA) <D 

(Anthozoa) KM^-^-^ V^^^^ 1^"^^^ ^ tp^^il<^-f 

[0 0 15] 

5^*5. 3^#i4»Ji)I.T<^^*fe^J"C{i> =i^^^v^>^^^ (Cnidopus japonicus 
[0 0 16] 

^itUiz^^ifib 7 8 nm-e^-So t/c. 5 5 9 nmlC:felt^^;HS^ 
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6 1 1 5 0 -tr^ «9 . ii^JR^ti 0.01 ^^HT'^^o 

(5 7 8 nm) 0^3fe^>e*^T§|V^o ^Ott®^^^^ :^^m<D^m^^Mit. ( 
1) FRETOT^^-ty^-^T- C^^-JV^'-^^^) tLXm^^fz^. (2) 

[0 0 17] 

•t?^s^i:=^#mi:i-^o Eii*>> :^^m<o^mm&nxit. pH4~i oomm 

[0 0 18] 

( a ) ffi^m-^ 1 Kmm(D T<y mmn ; xa. 

(b) @B^J#-i-l tcfsm<^T^>'m@B^Jj::i5V^Tl;6^f>l^1@<^)T^ ym<^^^> 
[0 0 19] 

[0 0 2 0] 
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^ «JDl#tto p Hi^^iiti. p H 4 - 1 0 -e^^-ea^^ ^7&^t tv^o 

10 0 2 1] 

iF-JR^7&?0. 0 l*^T-^«9:^ie>Tg|V^m7fc^l&i-'5>*><^'C'^^o 2^l&§giC:i3V^ 
[0 0 2 21 

^'7-^l^t^t^ -etT.^ ^Mv^r. n^^-YV^>^^^ (Cnidopus japonicus 
[0 0 2 3] 

(a) SB^m-^l tCsBm<^T^ /®^BB^J=Sr=i- K-f^DNA ; 

(b) ie^j#-ti t-fa^<^T^ /^@B^Ji-:fev^'Ci^^'bm'f@or5ym<^^c^. 
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8/ 



[0 0 2 4] 

>6-OJ^*@S^J =^ ^ D N A;5^^tf o 
( a ) SB^j#-f - 2 iciemOi^^SB^iJ ; X«> 

[0 0 2 5] 

#Me<»":/9^-^-=Srfflv^yi:^i;p<9— ifmilElS (PCR) KX-^xm^^ 
[0 0 2 6] 

. Molecular Cloning: A laboratory Maimual, 2nd Ed., Cold Spring 

Harbor Laboratory, Cold Spring Harbor. NY., 1989. ^CJ^lcCurrent Protocols 
in Molecular Biology, Supplement 1~38. John Wiley & Sons (1987-1997) 

[0 0 2 71 
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2002-168 5.8 4 S ^-v^ : 9/ 



[0 0 2 8] 
[0 0 2 9] 

' }V y -J x.^ y ^ ' T ^ 9 — -tfat'fS^CBacillusstearothennophilus maltog 
enic amylase gene), ^n'^;!/^^ • i; ^ « T ^ 7 -^fSfS^CBaciUus 

lichenifomis alpha-amylase gene). - T^xiV^yr^^^^ -BAN 

^ 5 (Bacillus amylpliquefaciens BAN amylase gene)> /^-^JV:^ 

. ^j.>7-^,j;;^ . -/n 7- T — 't'^t'fST (Bacillus Subtilis alkaline pro 

tease gene) t < • • ^ vU ~>y->fe'a:f5^ (Bacillus pum 

ilus xylosldase gene)07^n^- i5^. ttzltyr-'J' 7A^OPR^b<{iP 
^^^ce^^^ ^mm<^ lac. trp^L<litac7'n^-iJ'^t'^5^tf'btt;S,o 

[0 0 3 0] 

mmMmmm't-i^Wi^m^£f^'^-^<omtLxii. syao^u^--^. m 

Ki; vyn^-i5^. P 1 oyn-=e-^. ^-V^yyr • ^'j^^v-:* • ^^U^ 

<^yp.e-i5^. t;v:3-;^t^v: Kn<5^^— fe'«<5^^"/a-:e-^. TP I IT^n^ 
-tJ'. ADH2-4c7'n'=e-^:^if;&^WbtL^o 

t p i A'^y=i^^^^i^*^^^o 
[0 0 3 1] 
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y^) idXX^mWi^^^'^y'^Mn (Mx-JfT-ry^-f VA RNA 
[0 0 3 2] 

5&-,hLT{i> Knmmv^i5^^-'fe* (DHFR) t fcJii-V'-i?-^;' 

[0 0 3 3] 
10 0 3 4] 
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C 

BifLliiBfl&Otaja: fCl±. HEK2 9 3^ia. HeLa^S^. COS«. B 
[0 0 3 5] 

^mWmf^^^ Mx.tf> -g-y^nv^-bT. • -tUfi/JiCSaccharomyces cer 
evislae)tfv:li-^J-'7?&n-7^-b;^ • ^;v-f ^'J (Saccharomyces kluyveri)^;^^ 

[0 0 3 6] 

^j^^^ DN A=S^«^*^^^^#i-&'^^>^'^^^^^^^^^^ C t J: 
[0 0 3 71 

-e^^ (I^Bx-tf^ Baculovirus Expression Vectors. A Laboratory Manual ; 
X)^ijVyY • T'n hn-;vX • • ^V^ol^- • /^^ ::j-n>?-, Bio/Techno 
logy. 6. 47(1988)^^-fBfc) o 
[0 0 3 8] 

t 
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9^ 



2002-168584 W 



utogr^ha califomica nuclear polyhedrosis virus) ^ ffl ^ «1 i:^^-e§ ^6 

o 

t-Cfi. Spodoptera frugiperda<^^P^^fl&'^^^ S f 9^ S f 2 

•q'jziAT^K • j:.-f ^ • 7';— 7> • T> F • :*>^^°--(W. H. Fre 

eman and Company). 3- (New York). (1992)3 . Tirichoplusia ni<^IP 

[0 0 3 9] 

tJ'&^^it%4'-c^^-t^o ri^n^mi^<ommm-i)^h. ^^^mom&M^^mm 

->?.^OV':^>'*iav^fj:l^^:e->^ife^nvh^9'7'f-&. S-Sepharose FF( 
[0 0 4 01 



mW^2 003-30546 
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RBjg^tL^jv^^^ m<o^tm:E^m-t^m:Bm-^^^^^'^^^'^^<- ^^^^ 

[0 0 4 1] 
[0 0 4 2] 

'9^i^m<om:s.wm^^m-r^^m<7)-^tLx. fret 

T>^itm&M (CFP) T'^ftLfcH-^^^fc. ||-<7>^^ge®i:LT<0 

m-fem^sfi® (YFP) xmmLfzf^r.<r>^^t^^^^^^^tKxy). n 

fem^SSK (YFP.) *T^-b-/^5^-^?-t t•CfPffl$■^^ ^/T^^^^aK 
(CFP) =^K>^-^ThfC<^ffl§-<ir> W^OF^t?FRET (m^^llJ^^^l' 

om5fe<7)^/j.- ^ T -fe -^^^om^60ii^jn^n^^Siiije2?^»J^-^ici i «9 11 
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[0 0 4 3] 

:$i§km<r>^mm&Mii^ FRET {myt^mj^^^^^-nm) t^^stt^ 
Mt(Dm^i^ ^i^n-r^o -j^v^-e, ^^tfWtffiaf^ffi-t^ 

[0 0 4 4] 

if ^ffl ^ ^ ^^-C ^ ;2> o 

[0 0 4 5] 
l^ifel?!!] 

(1) ^RNA<7)Jfim 

y^>^-V^' (Cnidopus j2ff)onicus) ^fflv^j^Co ^MU/i^-t-^^V 
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iJ^'^AlC'TRIzol" (GIBCOBRL) %7.5mlJn 

ilDX> 15#K«^tf^f^. 3^^»SU7to 7500xg"^15^9-^^£'C^b:^Co ±?tlC^ 
vyn/NV-;V3.75ml =&i]nx.. 15#^m#t/cmi0^r^i^St/v:o 17000xg-ei 

ing<7)total RNA*#/^o 
[0 0 4 61 

(2) First strand cDNAO'^^ 

^RNA Ajug^itmL. First strand cmk<D^m^y > "Ready To Go"(Amersha 
m Pharmacia) KJa^ cDNA(33ul) ^"k^LfZo 
[0 0 4 7] 

( 3 ) Degenerated PGR 

^^L/iFirst strand cDNA(33;« l)(D^ ^Sfxl^^Mt LTPCR^ff ofco 

5* - GAAGGRTGYGTCAAYGGRCAY-3* (primerl ; SB^J^-i" 3 ) 
5* - ACVG(a)CCATYDGVAAGAAARTT-3' (primer2 ; S£^J#-^ 4 ) 
(iCL-e. RliAXtiG^^t. YliCXfiT^^t. VtiA. CXtiG'Sr^t. Di±A. G 

XiiT^^fo ) 
[0 0 4 8] 

T-yfU—y (first strand cDNA) S/al 

XIO taq /^y 5/z 1 

2.5mMdNTPs 1 

100 ;uM primerl 1/^1 
100;/M primer2 
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^--J: 16/ 




^ VQ 



35// 1 



[0 0 4 91 

94^ 1^ (PAD) 

94*0 30# (^fe) 

52*0 (•/9^-=5'-<^T->7'V- >'^<^T^-U 

72^ 1^ (■7"7-rv-#:S) 

72^ 7^ (^m<7>#S) 

4t:-ei^# 

[0 0 5 0] 

D^I^-ePCR^rtfo/io T5!fn-;^y;vm^^i&t?. 350bp(^'feO>(@#S5^)<7>>'^ 
[0 0 5 1] 

(4) '^':r^u-:=->'^RT}'mmw.mom.^ 

fflM L^c:DNAif;T*^rpT7-bIue vector (Novagen) tC'^ ^ -5r'--> a V tJto 
* (TCI) h ^V^^^;}- — ^-V3 >L-cy;V— h -b V ^ V 3 >"Sr#v> 

flJifL^^Co ^^Mfiaf5T-<7)-fi5T-^;2>i:*iJ®fb/i'^>OtcPLT. 5'-RACEfe^ 
X m' -RACE^lc J: ^ m.i^'f-^^<^ i^n-^Vi^^^o/io 
[0 0 5 2] 

(5) 5'-RACE^ 

Degenerated PCRt?# tL/iDNA®f>T-<7)5' HO <Dm.mmm^'^^-t ^fz.^ t^5* -RAC 
E System for Rapid Amplification of cDNA Ends, Version 2.0(GIBC0 BRL) ^ 
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O 

^>fe(0li#fi5^ODC-tailed cDNA<^— IiI@<^iiillStw(i 
5'-GGCCACGCGTCGACTAGTACGGGIIGGGIIGGGIIG-3' (primerS) (@B^J#-^5) 
5'-ATAGATCAGGCAATCTCCC -3* (priiiier4) (@a^J#-t6) 

[0 0 5 3] 

niiisoiiiifii-ii 

5*-GGCCACGCGTCGACTAGTAC-3' (primer5) (IB^J#-^7) 
5'-GGTCAGCTGTGAGGTGACCA-3' (primer6) (iB^J#-^8j 
(D-fv^-^-^m^^fZo VCRKJ^m^mt^y y<DfuYa'-)VKmZfZo 

o ffiMU/-DNAif>T*^pT7-blue vector (Novagen) 1^9^ -^—'> a > tfco 

W (TGI) tCb9>X7:i--^--'>3>Lt:y;V-'i^7^ >"feV:5^'>3>'*tTV^ 

, Sv^3n^-<^:;y^mJ: «!)plasmid DNA^ffimLT. ttfcDNAifM-O:^* 

[0 0 5 41 

(6) 3' -RACE?* 

Degenerated PCRT-#<btL/zDNABffM-<7?3'«I5:$5'{i^ J':J.T<^7'^ ^- (4) <^ 
^^al^E^J.^5S•e^ilbtL/c^f#=^^^cf^mt/cprimer7i:> isl.T<^prmer8'Srffiv^/^ 
PCR-e^l/io HM^LT (2) -Cli^L/cfirst strand cDNA^: 3 l-^ffl L/io 'f^ 
ffi t yt: 9 ^ - ^ i^T l^^-fo 

5'- CACCGAAGGCGGGCCATtGC -3* (primer?) (iB^J#-^9) 

5'- AAOtKiAAGAATTCGCGGCCGCAGMTTriT^^ -3' (primerS) (@E^J#-^ 

10) 

[0 0 5 5] 

"r-y-f V—y (first strand cDNA) 3^1 
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XIO taq y'^.y^T- 



2.5niM dNTPs 



20 //M primer? 
lO/illi primerS 
5 VQ 



taq polymerase (5U/// 1) 



5jul 
1/zl 
35/^1 



[0 0 5 6] 

PCRRJS^# 
94t: 153*(PAD) 
94r 30# (M^) 

55V 30# (•/9^-7-<^xV/V-h'v.<^r^-V 

±153;^ X •/^30'9- ^ ^ ;v^r o fco 

72*C 753- (:fem<^#;S) 
4r'C'f^# 
[0 0 5 7] 

tzo fflM tfwDNA»f>T'^pT7-blue vector (Novagen) \Zy ^ v' a > b/io ^ 
(TGI) b v>X'7:t-;»«-^^3 >LT*/;V-5^7^ y-^U^i/3>^^ 
v\ av^rrn^-<7);>cJ3imJ: i^plasmid DNA^ffl^LT. *f tLfcDNAifM-<^m 

^ 2 KW^ ^&<0 r<y «rBB^J#-i- 1 K^iTo 
10 0 5 8] 

-ey^^v-^f^SJU (2) -ep^LfcFirst strand cDNA-JrilMi: L-CPCR* 
5'- C(XXiATCCGACX:ATGG(nTCAATGATTAAAG-3* (primer9) (IB^J#-^ll) 
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5'- CC(X5MTTCITA(nOTTTGAC(KmMCATC-3' (primer 10) (MM^^12) 



[0 0 5 91 

^y-fV-y (first strand cDNA) 3;u 1 

XIO pyrobest /n* 7 r — 5^/1 

2.5inM dNTPs 4;« 1 

lOOyuM primer9 lj«l 

100 y«M primer 10 l/a 1 

^UQ 35;/ 1 

pyrobest polymerase (5U//Z 1) l/il 



[0 0 6 0] 

94t: 1^ (PAD) 
94t: 30# (^tt) 

SSt: 30# (T'^/f -^-^TJx^^:/!/- b^<^T^- V >i/) 
72"C 1^ (T'^^-T-^^S) 
±153;^ T "T" S:30-9- 'f ^ o o 
72t: 7^ (ftm<0#;R) 

[0 0 6 1] 

r?5fn-X-r;i/Om^^ii>-e. iilIlS$*t:rv:lb700bp<^^^*> K^tI>)tBU 
t TpRSET vector (Inv i trogen) <^)BamH I , EcoR I g^fi l:i->^:/^^n--:^^}^U 

±mmm (JM109-DE3) X-^M-^^fZo ^img^tiN^^^^l-His-tag^^Mt < J: 
^K^-yy^h^^ y Lfz<DX-^mmJ^ii^i-ASBr-ose gel (QIAGEN)T-fflmLfCo ** 

[0 0 6 2] 

(1) ymu.miSL<7)mm 
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20/um'^mM&. 50mM HEPES pH7.5^§^^ffiv^TTO:5^^^ V Ji^^M^Lfz 

^^fi (KPi:L7t) TI,i559miKm.U<0}£-^i)mibhfifz (^1. Ell) o KP 
t±578iimtf- <>^^\,zm\^^myt7bm^ hfltz (EI 3 ) o . 

[0 0 6 3] 

[^11 

^mm^^ (KP) (014^ 

mmm-k '^^M-k ^)vm^Mm ^=^um nHj^## r^^mk 

RSQnn. S78nin finS0(SB9nm) Q.01> ^ 2 2 9 

[0 0 6 4] 

(2) p HiS^14<^SiJ^ 

loaInM(^TIB<^)j^«?^t4'-eila®<^)lEJR;^^^' b^v^iW^tyii (EI2) o 
pH4. 5 : mw^yyr- 

pH6 : MES/^''y"7T- 

pH7. 8 : HEPES/tu^^T- 
pH9> 10 : ^^)-y>/'^yyr- 

[0 0 6 5] 

n-^^-ry^:^"^-^^ (Cnidopus j aponicus) fi5^<0if^^J 'fe 

[0 0 6 6] 

SEQUENCE LISTING 
<110> RIKEN 
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<120> Chr(Mno protein 
<130> A21361A 
<160> 12 

[0 0 6 71 
<210> 1 
<211> 229 
<212> PRT 

<213> Cnidopus japonicus 
<400> 1 

Met Ala Ser Met He Lys Asp Val Met Arg Phe Lys Met Asn Met Glu 

15 10 15 

Gly Thr Val Asn Gly His His Phe Lys Cys Glu Ala Asp Gly Glu Gly 

20 25 30 

Lys Pro Tyr Glu Gly Thr Gin Leu Gly Arg He Arg Val Thr Glu Gly 

35 40 45 

Gly Pro Leu Pro Phe Ser Phe Asp He Leu Ser Thr Cys Thr Gin Tyr 

50 55 60 

Gly Ser Lys Thr Met He Lys His Leu Ser Gly He Pro Asp Tyr Phe 
65 70 75 80 

Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Asn Thr He Tyr 

85 90 95 

Glu Asp Gly Gly His Leu Thr Ala His Gin Asp Thr Ser Leu Lys Gly 

100 105 110 

Asp Cys Leu He Tyr Lys Val Lys Val Leu Gly Gly Asn Phe Pro Ala 

115 120 125 

Asn Gly Pro Val Met Gin Lys Lys Ser Lys Gly trp Glu Pro Cys Thr 

130 135 140 

Glu Met Leu Tyr Pro Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 

tBiE# 2003-3054693 
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Ala Leu Lys Cys Ala Asn Gly Lys Asn Leu Thr Cys Gin Leu Arg Ser 

165 170, * 175 

Thr Tyr Arg Ser Arg Lys Gin Ala Ser Ala Leu Gin Thr Pro Gly Phe 

180 185 190 

His Phe Gly Asp His Arg He Glu He Leu Lys Glu Ala Glu Gly Gly 

195 200 205 

Asn Tyr Phe Glu Gin His Glu Thr Ser Val Ala Arg Tyr Cys Asp Val 

210 215 220 

Ala Pro Ser Lys His 
225 

[0 0 6 8] 
<210> 2 
<211> 690 
<212> DNA 

<213> Cnidopus japonicus 
<400> 2 

atg get tea atg att aaa gac gtt atg cgc ttc aag atg aac atg gaa 48 
Met Ala Ser Met He Lys Asp Val Met Arg Phe Lys Met Asn Met Glu 

15 10 15 

g^ acg gtt aac ggc cac cac ttc aag tgt gaa get gat gga gag ggc 96 
Gly Thr Val Asn Gly His His Phe Lys Cys Glu Ala Asp Gly Glu Gly 

20 25 30 

aag cca tat gaa ggg act caa etc gga aga ata agg gtc acc gaa ^c 144 
Lys Pro Tyr Glu Gly Thr Gin Leu Gly Arg He Arg Val Thr Glu Gly 

35 40 45 

ggg cca ttg ccg ttt tct ttc gac ate ttg teg act tgc act caa tat 192 
Gly Pro Leu Pro Phe Ser Phe Asp He Leu Ser Thr Cys Thr Gin Tyr 

50 55 60 

gga age aag acc atg ate aag cat ttg tec ggg att cca gac tac ttt 240 

adiE# 2003-3054693 
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Gly Ser Lys Thr Met He Lys His Uu Ser Gly He Pro Asp Tyr Phe 
65 70 75 80 

aag cag tct ttt cca gaa gga ttc acc tgg gaa agg aac aca ate tat 288 
Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Asm Thr He Tyr 

85 90 95 

gag gat ^t ^t cac etc aea get eac eaa gae aet agt ett aag gga 336 
Glu Asp Gly Gly His Leu Thr Ala His Gin Asp Thr Ser Uu Lys Gly 

100 105 110 

gat tge ctg ate tat aaa gtg aaa gte ett gga ggt aat ttt cct gee 384 
Asp Cys Leu He Tyr Lys Val Lys Val Leu Gly Gly Asn Phe Pro Ala 

115 120 125 

aat ggc cct gtg atg cag aag aag age aaa gga tgg gaa ecc tgt acc 432 
Asn Gly Pro Val Met Gin Lys Lys Ser Lys Gly Trp Glu Pro Cys Thr 

130 135 140 

gaa atg ett tat cca cgt gat gga gtg ett tgt ggc caa aca ttg atg 480 
Glu Met Leu Tyr Pro Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 

gea ett aaa tge gee aat ggt aaa aat etg aet tge eag eta aga tct 528 
Ala Leu Lys Cys Ala Asn Gly Lys Asn Leu Thr Cys Gin Leu Arg Ser 

165 170 175 

act tae agg tee aga aaa eaa gee agt gea ttg eag aea cca ggc ttc 576 
Thr Tyr Arg Ser Arg Lys Gin Ala Ser Ala Leu Gin Thr Pro Gly Phe 

180 185 190 

eat ttc gga gae cat cgt att gag ata etc aag gaa gea gag ggg ggc 624 
His Phe Gly Asp His Arg He Glu He Leu Lys Glu Ala Glu Gly Gly 

195 200 205 

aat tae ttt gag cag cac gaa aca tea gtc gee agg tae tgt gat gtt 672 
Asn Tyr Phe Glu Gin His Glu Thr Ser Val Ala Arg Tyr Cys Asp Val 
210 215 220 
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gcc ccg tea aag cac tga 
Ala Pro Ser Lys His 
225 

[0 0 6 91 
<210> 3 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 3 ' 

gaaggrtgyg tcaayggrca y 21 

[0 0 7 0] 
<210> 4 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 4 

acvffidccat ydgvaagaaa rtt 23 
lO 0 7 1] 

<210> 5 
<211> 36 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 5 



ffiiE#2 003-30546 9 3 
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ggccacgcgt cgactagtac gggiigggii ^iig 



36 



[0 0 7 2] 

<210> 6 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 6 

atagatca^ caatctccc 19 

[0 0 7 31 
<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 7 

ggccacgcgt cgactagtac 20 

[0 0 7 4] 
<210> 8 
<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 8 

ggtgagctgt gaggtgacca 20 
[0 0 7 5] 
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<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 9 

caccgaaggc gggccattgc 20 

[0 0 7 6] 
<210> 10 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 10 

aact^aga attcgc^cc gcagaatttt tttttttttt tttt 4 

[0 0 7 71 
<210> 11 
<211> 31 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 11 

c^atccga ccatggcttc aatgattaaa g 31 

[0 0 7 8] 
<210> 12 
<211> 33 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 12 

ccggaattct tagtgctttg acggggcaac ate 33 
[Hil] 

o 

11112] 

m2ii. :^^m(Dn^^-( y^>^^^^^<o^mm:BM (kp) <Dmit:^^ 
b p Hi^^=^^i-o mmimm^^^i^^ mmim^m^^-To 559mii 
:^^Bn(Dn^^y( y^y^^-^^^(o^mm&m (kp) m^(om,itm^^L. 
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[1^1] 



[0 2] 

2 



1.2 r 
1 

0.8 1- 



•§ 0.6 



0.4 



0.2 



KP20uM 




KP C0.39mg/ml) 




^Afos 




0 « • ^ 

3 4 5 



J L. 



7 8 9 10 11 
pH 



2003-3054693 




1 



mW^2 003-3054 



2002-168584 ^^'^ ' 1/E 



[WkM] n^^W V^^^'^'^ (Cnidopus japonicus) l-fe5^i"^ff^=&'fe# 
[M^^^l 3^^^ V^'^^^^ (Cnidopus japonicus) a5^0TfB<^#tt 

(1) ^I|X3m:it^feS7&«5 5 9 nm-e**). 5 7 8 nm-C*^ ; 

(2) 5 5 9 nmhZio\,f:b^)^^%^m^6 1 1 5 O^C^^ I 

( 3 ) m^u^-^^o . 0 1 ^flt?*^ ; 

(4) 5fc^JDl#tt<^pHiS^^7&5pH4~l Ot^^jE-C^^ : 



jHiE#2 003-3054693 



# 



002-168584 

m m A m m m m 



fflfeSU*-^ [000006792] 
1. ^M^MB 1990^ 8^28B 



002-168584 

m m A m m m ^ 

m^m-^ [390004097] 
l.^M^^^S 1998^ 7B220 

ft m ^^Jiri&-S'STlT4'IH:A<^I*l 3Tg 5#1 0-^ ft^lS»A<^l*|. 



